Genetic analysis combining path analysis with regressive models: the TAU model of multifactorial transmission.
We have extended regressive models by incorporating a simple path model (the TAU model). This was achieved for both class A and class D regressive models by expressing the residual correlations in the regressive models in terms of parameters of the path model. We have presented explicit solutions for path coefficients in terms of the residual correlations. These methods were applied to a French-Canadian family study on body mass index. It was found that the estimate of pseudopolygenic heritability was robust under class A (t2 = 0.28) and class D (t2 = 0.26) models.